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3 <110> APPLICANT: SPURLOCK, MICHAEL E. 

4 BI DWELL, CHRISTOPHER A. 

6 <120> TITLE OF INVENTION : PORCINE LEPTIN PROTEIN, ANTISENSE AND ANTIBODY 

8 <130> FILE REFERENCE: PM-8 935-A 

10 <140> CURRENT APPLICATION NUMBER: 09/932, 888A 

11 <141> CURRENT FILING DATE: 2001-08-20 

13 <150> PRIOR APPLICATION NUMBER: 08/692,922 

14 <151> PRIOR FILING DATE: 1996-07-31 

16 <160> NUMBER OF SEQ ID NOS : 12 . ' 

18 <170> SOFTWARE: Patent In Ver. 2.1 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 5917 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Porcine sp. 

25 <220> FEATURE: 

26 <221> NAME/KEY: CDS 

27 <222> LOCATION: ( 942 )..( 1085 ) 

29 <220> FEATURE: 

30 <221> NAME/KEY: CDS 

31 <222> LOCATION: ( 3400) (3753) 
33 <220> FEATURE: 



45 



ENTERED 



34 <221> NAME/KEY: 

35 <222> LOCATION: 



c, other or unknown 



38 
39 



43 <220> 
44 



modif ied_base 
(2943) . . (2944) 
36 <223> OTHER INFORMATION: a, t, 
<220> FEATURE: 

<221> NAME /KEY : modif ied_base 

40 <222> LOCATION: (2983) ^ 

41 <223> OTHER INFORMATION: a, t, g, c, other or unknown 
FEATURE : 

<221> NAME /KEY : modif ied_base 
<222> LOCATION: (3037) 
4 6 <223> OTHER INFORMATION: a, t, g, c, other or unknown 

48 <400> SEQUENCE: 1 

49 aagctttctt ggcccctaac agcaaccaca ttatactctt actggctatt 
51 caatacccag cccaggggac ccctcttcca gggagccccg cttgtactcc 
53 tgtccttctt gcagagctct tcctoacggc atcgggacgg cggttcaccc 
55 ccggataaac tgtaagctac ttgagagcag agaacatcca ttgttcgctg 
57 ggtacctagc acggcatctg acatattatc agatcttcca caaaggccag 
59 aatgcccgtt gaattcaggc tcccagtggg agagcgagga agtaataaag 
61 atgccgccgt ggagacacca gcgggctgcc gtgagactaa tggagaggac 
63 tctctaatgc gagggtggtt atagagtaca tttcataaca cctttaaagc 
65 gcattatcca atttgatcct cataaaagcc tggagatgtg tatattgtgg 
67 gggagtcttt agcagttatg ggatatgcct gaagtcgtgc agctagtaaa 



ccttggcctt 60 
tgagatgtca 120 
ttttgcctct 180 
tggcatccgt 240 
tttacggttg 300 
ccggtgataa 360 
agtaacgtta 420 
tctttcacac 480 
tggatggagg 540 
tggctggatt 600 
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69 caaaccagac ctcaaaagcc tgcctgtttg ctcatgcccc ctgccccgac tgcccactct 660 

71 gtggcccaca gcacaactca ccgtcgcttt cttgatccgt tttcttgatc cggctgtgct 720 

73 ctccccaagg aatgcttttc attaacatat gtctaggtaa tgaattatct tgactctgag 780 

75 gaggccatag cacatgccgt aacgcgacag ctcctttgat ctgcatctga ggctgtggct 84 0 

77 ggtaacgggc gtggggaggg ggcgttcgct gagaccccag ggacacgcca tgtgtggttc 900 

7 9 cctctgtttc caggccccag aagcacatcc cggaaaggaa a atg cgc tgt gga ccc 956 

80 Met Arg Cys Gly Pro 

81 15 

83 ctg tgc cga ttc ctg ctg get ttg gec tat ctg tec tac gtt gaa gec 1004 

84 Leu Cys Arg Phe Leu Leu Ala Leu Ala Tyr Leu Ser Tyr Val Glu Ala 

85 10 15 20 

87 gtg ccc ate tgg aga gtc cag gat gac ace aaa acc etc ate aag acg 1052 

88 Val Pro lie Trp Arg Val Gin Asp Asp Thr Lys Thr Leu He Lys Thr 

89 25 30 35 

91 att gtc acc agg ate agt gac att tea cac atg gtagggaagg cctgggagac 1105 

92 He Val Thr Arg He Ser Asp He Ser His Met 

93 40 45 

95 aaggtcgaac ctgtggccag cccsggggga ggaggggtac cggacctcag aggttggcgg 1165 

97 aggtgggaag ggtcggcggt ggccttgacg cctcccccac cccccccaac cagctgcctt 1225 

99 tgctcctccg cttccctcac cgcacccccc cacgtcctta tcctccttct tcccagactg 1285 

101 gaatcctgat gcccaggact agaggaagee ctaaaggtcc tgtgtgcctt tgccaggtgc 1345 

103 gcagaccccc cagcatcatc ccctctggcc tccatcacgt etceggaatg ttctaatctg 1405 

105 taggaattct tcctggtgac agctgaactc tgaccctgcg gacgcccctt actgetagtc 14 65 

107 ctgcccattg agectttttt cctatacaac cctctacatg tttgeaaact tctctcaatg 1525 

109 tccccagggt gttttctctg gggtccgcag gccgagacct tcagcctctt ctcagctgag 1585 

111 gtccgtcttt agaattcaga agacgaggtg tgactcctca ccctgctgtt ccctctctgt 1645 

113 aaaatctcaa gcacgttaag tccctccgtg tctgaaacct tagtttccct catccagata 1705 

115 atgggactgt tactgggaag atgttaccgg aatccagggt cttgcctcat ggagctcaag 1765 

117 aatgaacttg gcgaacgcac agggagcega gcaagcagaa gtctttatta caggaaggca 1825 

119 gacagctccc agcacagaca eggggaggga agagtccccc cgcccattgt tetaeggagg 1885 

121 tttttatcac ttaaagaegg gagtaccaat gtggggtcca gatatcegtt cttcttccca 1945 

123 ttgcccagtt tacctatatg gcgccttgtc caggagggac tctgtagagt taggggtget 2005 

125 ccgtaagttt tatggtgcgt ctgctcttct ctgccctaga cttagagtcg ccactctttc 2065 

127 cattcttctg ctcacagtca aatgeatagg tcaggggtta attcccacct tcacagaaat 2125 

129 caaatgtcct ttcaatagtt aatcttccaa taagcaaggc ctgcttgtct tgattagttt 2185 

131 ttacaaatct taaaccatgg ccattaatca gggaagagat cgaagcccat gttcccacac 2245 

133 taactgcctg aattattagt ctgcctcagg actatcttaa tagtcttege aaggttgttt 2305 

135 tgagattaaa ttagatagga gttcctgtcg aggegegacg gaaacagatc cgactcagaa 2365 

137 ccatgagaca ggttcgatcc ctggctttgt cagtgggtta ggatctggtg ctgctgtgag 2425 

139 ctgtggtgta ggtegcagag gtggctcgga tcccgcgttg ctgtggctgt ggtgtaggcc 2485 

141 ggtgcagaca gctccgatta gacccctagc ctgggaacct ccatgtgccg cgggtaccgc 2545 

143 taaaaaaaga caaaagatgg aaaaaaaaaa ggttacatta gataaagcaa gtgactcctc 2605 

145 caccaccaca catatccctg cagaaccagg acagagcatg ccttcttgaa aagttttcgg 2665 

147 ttgtggcttt gatagcaccc agecttaaaa gecagctttt caatctgccc agagcagtct 2725 

14 9 ggagacttcc gcatctcctg gccactctga gtttctaaca gtggccttgg cgagcctggg 2785 

151 ageagtcegg tggccagaag cagggacagc tgagaaccag atagagtctt ggcactttca 2845 

153 agagaaaacc ctaagtctcc ttcttccagc catgeaacag ctgcgcatga cagatccagc 2905 

W — > 155 gtgtcccagc ctgtgtggtg cagggagtga ygctgegnny agggygyggg ggagctgagg 2965 

157 agegaggegg ggcatcgngg ggctgcagcc tccatcccta agtggggaga cttcatgaag 3025 
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159 agcctgacca gnagggaggg gcatgtgtgg aggacctcag ggcctgggga aggctagacc 

161 caactatgtg agaaacagac agtcgtggct ggttctacag aagaggcatc tggaggccat 

163 tcgaatgccc aaagctgtct gggtgaggca gggcttgcta ggcagaagac agaaggccgt 

165 gagaccagct tggaggcttg gcagccacgc cagcccaagg agttcgggcc tagataggat 

167 tgtgtggaag gggaagaggc agccggaggt ggggggtggg ggtggacccg tctccacgcc 

169 tgcaggaagg ccaggggctg cagagccaac atctctctcg ctgagcgtct cgctctcccc 

171 ttcctcctgc acag cag tct gtc tec tec aaa' cag agg gtc acc ggt ttg 

172 Gin Ser Val Ser Ser Lys Gin Arg Val Thr Gly Leu 

173 50 55 60 

175 gac ttc ate cct ggg etc cat cct gtc ctg agt ttg tec aag atg gac 

176 Asp Phe lie Pro Gly Leu His Pro Val Leu Ser Leu Ser Lys Met Asp 



177 



65 



70 



75 



179 cag acc ctg gcg ate tac caa cag ate etc acc agt ctg cct tec aga 

180 Gin Thr Leu Ala lie Tyr Gin Gin lie Leu Thr Ser Leu Pro Ser Arg 

181 80 85 90 

183 aat gtg ate caa ata teg aat gac ctg gag aac etc egg gac ett'etc 

184 Asn Val lie Gin lie Ser Asn Asp Leu Glu Asn Leu Arg Asp Leu Leu 

185 95 100 105 

187 cac ctg ctg gec tec tec aag age tgc ccc ttg ccc age agg gee ctg 

188 His Leu Leu Ala Ser Ser Lys Ser Cys Pro Leu Pro Ser Arg Ala Leu 

189 110 115 120 

191 gag acc ttg gag age ctg ggc ggc gtc ctg gaa gec tec etc tac tec 

192 Glu Thr Leu Glu Ser Leu Gly Gly Val Leu Glu Ala Ser Leu Tyr Ser 

193 125 130 135 140 

195 acg gag gtg gtg gee ctg age agg ctg cag ggg get ctg cag gac atg 

196 Thr Glu Val Val Ala Leu Ser Arg Leu Gin Gly Ala Leu Gin Asp Met 

197 145 150 155 

199 ctg egg cag ctg gac etc age cct ggc tgc tgaagccttg aaggcctctc 

200 Leu Arg Gin Leu Asp Leu Ser Pro Gly Cys 

201 160 165 

203 tccccacagt egggggaaga aacctgagct tccaggagtc tgctggagaa gagagectgt 
205 gcggacctcc tetctgeagg tctgcggacc atttctctct cgctccgcta agetgetett 
207 ccaaaggcag aaaactccaa ggcacgacac caaagacaga aaggcctggt tccgcgccca 
209 ccggaaaggg ggcgccgtcc agecaaeggt ggactagatt teggatttte caccaacgtc 
211 ttccttcctg ttccatctcc agctcaccgc gtgettcage gtgaccgggg ggatttcaga 
213 gcctttcgac catcaagcag ggttccatct gagaattccg gggagcaegg tgaaggctac 
215 aggcacacac agctggatgc tcccacgcaa cacaagttgg aagcatttct ttatttatta 
217 tgcggtgtat tctggttgga tttgaagcaa aacaccagcc tttccaggct ctctggggtc 
219 ageegggget agggggaggc tcccgaggtg ctgtttccag taccatccat gggcctgctg 
221 aggccaaccc attttgagtg acttgagggc tctcaaggtc gttctctaga gactggcttt 
223 gtttctactg tgactgactt taaaactgea gcgtgtgcac tggcatcgcc tgegeggate 
225 tegaagggee aggttctctt agaaagaaga agatgaactt tgtcaggggt gtgtacgcgg 
227 agacaggaag tgtgttggtg ggeggggcat ggatccagaa tgtgtatttc ttgtgtgatg 
229 gacatttgtg tgaggggctc tctggacagg gtgaggtcat tgtctcatct tcgtggtttt 
231 catgagagaa ggagatgatt ccttcacggg ggtcgtgggg ttttgecage cgcccgtgca 
233 ggagtgggga aggggctgaa gccgaagacc gttgggggcc gtggtgagct ctgccttctc 
235 cagctgetag aggctggtct ttctcatcag ggagtgaggg tctcgcgttg gagacagtga 
237 tccccagggc gggatccttg ccgtggccct ctgaatggtc tgggtgatcc cacactgatg 
239 tcataacagg gaagtgccct ggtttgggat ttgtatgctc acccaaagca agggectget 



3085 
3145 
3205 
3265 
3325 
3385 
3435 



3483 



3531 



3579 



3627 



3675 



3723 



3773 



3833 
3893 
3953 
4013 
4073 
4133 
4193 
4253 
4313 
4373 
4433 
4493 
4553 
4613 
4673 
4733 
4793 
4853 
4913 
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241 tcccatccat tttgggaagg attttttctc cagggggagg gtgaaagctc tgggaggtct 4 973 

243 gtgggcttac gagatggtcc aagtcctggg tcagtgagtc ccgggactcg tgaccgcctc 5033 

245 gaggagcccc cttctcccta caggtcatgt tcaataggtc aaacaaggag gcatgggttt 5093 

247 ccaccatcct gccgctgtga tgcagccatc gcactacagg aggtagatct gtccaaggaa 5153 

24 9 atttgaatct caagcaatca ctttcaagac tgagcatcta ttgtgctcag ccccaactgg 5213 

251 tgctatgggc tcagagaagc tcatcaaata aatattaaaa tccagtcctg ccttcaggac 5273 

253 cttgcattcc agatgataac acctccccca caccccgtct gcagaggctg tcatttcacc 5333 

255 atggcaaccg agcagctgaa acacagtgcg gtcctcagca ggtggaaagg ctgagctgag 5393 

257 gagggcagtg cccgggccca caggctaacc ctgcttgcac ttggtagcat ttttactgtt 5453 

259 cggggcgcat cagcatctat tactgagaag ccgcatccct ttgaagcagg atagctgaga 5513 

261 ctataaaaat aagaaaatac cagagttccc ttgtggcaca gagggctaag gatccagtgt 5573 

263 tgttgctgca gcagcttggg tcacggctgt ggcaagggtt cgatccctgg cctgggaact 5633 

265 ttcacatgtt gcaggcaagg ccaaaaaaaa ataaataaat aaaaataaac aaaaaaaaac 5693 

267 aagaccataa cagcagactg gtggcaaacc aggactagaa cctgggtcct ctgaccccta 5753 

269 gagtcagtgt cccctgagcc agctagtgtt ctctggggac gggaacaggg ttgggcaggg 5813 

271 agttcaggaa gtgtttgctg gaagagcgga gtttccaggc tgattttgca ggaggtgagg 5873 

273 gaagtggatt gcctggaggg aggaggctgt tttgtttgaa gctt 5917 

277 <210> SEQ ID NO: 2 

278 <211> LENGTH: 166 

279 <212> TYPE: PRT 

280 <213> ORGANISM: Porcine sp. 
282 <400> SEQUENCE : 2 



283 


Met 


Arg 


Cys 


Gly 


Pro 


Leu 


Cys 


Arg 


Phe 


Leu 


Leu 


Ala 


Leu 


Ala 


Tyr 


Leu 


284 


1 








5 










10 










15 




286 


Ser 


Tyr 


Val 


Glu 


Ala 


Val 


Pro 


lie 


Trp 


Arg 


Val 


Gin 


Asp 


Asp 


Thr 


Lys 


287 








20 










25 










30 






289 


Thr 


Leu 


He 


Lys 


Thr 


He 


Val 


Thr 


Arg 


He 


Ser 


Asp 


lie 


Ser 


His 


Met 


290 






35 










40 










45 








292 


Gin 


Ser 


Val 


Ser 


Ser 


Lys 


Gin 


Arg 


Val 


Thr 


Gly 


Leu 


Asp 


Phe 


lie 


Pro 


293 




50 










55 










60 










295 


Gly 


Leu 


His 


Pro 


Val 


Leu 


Ser 


Leu 


Ser 


Lys 


Met 


Asp 


Gin 


Thr 


Leu 


Ala 


296 


65 










70 










75 










80 


298 


He 


Tyr 


Gin 


Gin 


He 


Leu 


Thr 


Ser 


Leu 


Pro 


Ser 


Arg 


Asn 


Val 


lie 


Gin 


299 










85 










90 










95 




301 


He 


Ser 


Asn 


Asp 


Leu 


Glu 


Asn 


Leu 


Arg 


Asp 


Leu 


Leu 


His 


Leu 


Leu 


Ala 


302 








100 










105 










110 






304 


Ser 


Ser 


Lys 


Ser 


Cys 


Pro 


Leu 


Pro 


Ser 


Arg 


Ala 


Leu 


Glu 


Thr 


Leu 


Glu 


305 






115 










120 










125 








307 


Ser 


Leu 


Gly 


Gly 


Val 


Leu 


Glu 


Ala 


Ser 


Leu 


Tyr 


Ser 


Thr 


Glu 


Val 


Val 


308 




130 










135 










140 










310 


Ala 


Leu 


Ser 


Arg 


Leu 


Gin 


Gly 


Ala 


Leu 


Gin 


Asp 


Met 


Leu 


Arg 


Gin 


Leu 


311 


145 










150 










155 










160 


313 


Asp 


Leu 


Ser 


Pro 


Gly 


Cys 






















314 










165 

























317 <210> SEQ ID NO: 3 

318 <211> LENGTH: 435 

319 <212> TYPE: DNA 

320 <213> ORGANISM: Porcine sp. 
322 <220> FEATURE: 
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J 


<221> NAME /KEY : 




























"3 9 A 

JZH 


<222> LOCATION: 




. . (435) 






















jZb 


<400> SEQUENCE: 




























3Z / 


gtg 


ccc 


ate 


tgg 


aga 


gtc 


cag 


gat 


gac 


acc 


aaa 


acc 


ct c 


alt 


aag 


acg 


A ft 


oZo 


Vdl 


r J_ O 


Tl A 

lie 


irp 


riX y 


vai 


tain 


Aon 


7\ o y--\ 


Th -r 

1 III 


Lys 


Th r 


Leu 


He 




Thr 




jz y 


1 








o 










1 u 










1 o 






ool 


at t 


gt c 


acc 


a gg 


-if « 

arc 


agt 


gac 


an. x. 


tea 


cac 


a r.g 


cag 




gt c 


t CC 


tec 


Q£ 

J o 


*3 "3 9 


lie 


Tr-,1 

val 


rp W 

i nr 


Arg 


11c 


ber 


Asp 


Tip 

1 lc! 


q q -r 


n _i_ o 


Mot- 




Ser 


Val 


Ser 






333 








20 










9 R 

Z 3 










"3 n 

J u 








o o c 
JJJ 


aaa 


cag 


agg 


gtc 


acc 


ggt 


ttg 


gac 


me 


ate 


cct 


ggg 


etc 


Cci L. 


cct 


gt c 


14 4 


Job 


Lys 


Gin 


Arg 


vai 


i nr 


biy 


Leu 


Asp 


irne 


lie 




oiy 


Leu 


ui c 
ni o 


JT J. Kj 


V a -L 




*D O H 

33 1 






35 




















A ^ 










o o n 

339 


ctg 


agt 


ttg 


tec 


aag 


atg 


gac 


cag 


acc 


ctg 


gcg 


ate 


tac 


caa 


cag 


ate 


1 ?Z 


34 U 


Leu 


Ser 


Leu 


Ser 


Lys 


Met 


Asp 


bin 


l nr 


Leu 


Aia 


Tin 

lie 


iyr 


Gin 


Gin 


He 




34 1 




50 










D D 










oU 












34 3 


etc 


acc 


agt 


ctg 


cct 


tec 


aga 


aat 


gtg 


ate 


caa 


^,4 , 

ata 


teg 


aat 


gac 


ctg 


o a n 


O A A 


Leu 


Thr 


Ser 


Leu 


Pro 


Ser 


Arg 


Asn 


v ai 


lie 


Pin 

bin 


Tl 0 
lie 


Car 


Asn 


Asp 


Leu 




345 


65 










/ U 










/ O 










80 




347 


gag 


aac 


etc 


egg 


gac 


ctx 


etc 


cac 


ctg 


ctg 


gee 


tec 


tec 


aag 


age 


tgc 


OQQ 

ZOO 


348 


Glu 


Asn 


Leu 


Arg 


Asp 


Leu 


Leu 


His 


Leu 


Leu 


Ala 


Ser 


Ser 


Lys 


Ser 


Cys 




34 y 










O 3 










y u 










95 






351 


ccc 


ttg 


ccc 


age 


agg 


gee 


ctg 


gag 


acc 


ttg 


gag 


age 


ctg 


gge 


gge 


gtc 




352 


Pro 


Leu 


Pro 


Ser 


Arg 


7\ "I 

Ala 


Leu 


Glu 


Thr 


Leu 


GlU 


Ser 


Leu 


Gly Gly Val 




353 








100 










1U5 










110 








355 


ctg 


gaa 


gee 


tec 


etc 


tac 


tec 


acg 


gag 


gtg 


gtg 


gee 


ctg 


age 


agg 


ctg 


JO 4 


n c r 
356 


Leu 


Glu 


Ala 


Ser 


Leu 


Tyr 


Ser 


ml_ „ 

1 nr 


blU 


vai 


vai 


Aia 


Leu 


Ser 


Arg 


Leu 




OCT 

357 






115 










ion 










IOC 
1Z D 










o c o 

359 


cag 


ggg 


get 


ctg 


cag 


gac 


atg 


ctg 


egg 


cac 


gtg 


gac 


etc 


age 


cct 


gge 


H 3Z 


360 


Gin 


Gly 


Ala 


Leu 


Gin 


Asp 


Met 


Leu 


Arg 


His 


vai 


Asp 


Leu 


Ser 


Pro 


Gly 




361 




130 










loo 










1 A C\ 

14 U 












363 


tgc 
































A *3 Q 


3o4 


Cys 


































365 


145 


































J bo 


<210> SEQ ID NO: 


: 4 


























*d <c n 


<211> LENGTH: 145 


























*d *i n 

3 / U 


<212> TYPE: 


PRT 




























O / 1 


<213> ORGANISM: 


Porcine 


sp. 






















o / o 


<400> SEQUENCE: 


4 


























374 


Val 


Pro 


He 


Trp 


Arg 


Val 


Gin 


Asp 


Asp 


Thr 


Lys 


Thr 


Leu 


He 


Lys 


Thr 




375 


1 








5 










10 










15 






377 


He 


Val 


Thr 


Arg 


He 


Ser 


Asp 


He 


Ser 


His 


Met 


Gin 


Ser 


Val 


Ser 


Ser 




378 








20 










25 










30 








380 


Lys 


Gin 


Arg 


Val 


Thr 


Gly 


Leu 


Asp 


Phe 


He 


Pro 


Gly 


Leu 


His 


Pro 


Val 




381 






35 










40 










45 










383 


Leu 


Ser 


Leu 


Ser 


Lys 


Met 


Asp 


Gin 


Thr 


Leu 


Ala 


He 


Tyr 


Gin 


Gin 


He 




384 




50 










55 










60 












386 


Leu 


Thr 


Ser 


Leu 


Pro 


Ser 


Arg 


Asn 


Val 


He 


Gin 


He 


Ser 


Asn 


Asp 


Leu 




387 


65 










70 










75 










80 




389 


Glu 


Asn 


Leu 


Arg 


Asp 


Leu 


Leu 


His 


Leu 


Leu 


Ala 


Ser 


Ser 


Lys 


Ser 


Cys 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 02/24/2003 

PATENT APPLICATION: US/09/932 , 888A TIME: 15:24:11 

Input Set : A:\Pm8935a.app 

Output Set: N:\CRF4\02242003\I932888A.raw 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:l; N Pos . 29^3^2^,2^83,3 
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